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(57) Abstract: The present invention provides novel nucleic acids, novel polypeptide sequences encoded by these nucleic acids and 
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SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of Inst 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence { X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














RKAASQSDKPAEKKEDESQMEDPS 

TSPSPGTRAASQPPNSSKUGRKPW 

DRNNPLRNPLSSNLVRNPLLAKGPR ' 

KLRAPFSQQPHSRMKPAGSWSDMA 

\LDAFDLD\RMKQE1*KEVVRELHK 

GERKEIID\AIRQEA*SGISRKKNLGH 

RAHPPTRTSFICSQRPRLM 


1746 


7243 


A 


1876 


1 


668 


GERGVARHDRPRGTLREYKVVGRC 

T PTPKAPUTPPT \VP\TWTPTT7AD*Q\ilOQT 
or ivr \w if v o\^i^rsjvi--'c<ooi-»v^ w j\r *j j 

RSG\THNMY\REY\RDLDHPOAPVHP 

SCLTRDNGVAPAPAA/HEAHFHFRFI 

ERLEEAAGQQDCRRPGCSKQFPRIS 

RFKFPAAPPGSLRRQDKPRFMTKRP 

KTFLKVQGPSSGVCPQNKTQETPR 


1747 


7244 


A 


1877 


1 


1059 




1748 


7245 


A 


1878 


87 


260 




1 1AQ 




A 

A 


1 I27G 

IB /y 


i 


1 OSA 




1750 


7247 


A 


1880 


160 


615 


PSLNTYVTSPLSENFSARYRNHSND 

LTCVHTELQNKTKLTVLEGDILDEP 

FLKRACQ\DVSVI\IHTACIIDVFGV\T 

HRESIMNVNVKGRVAWGGDKARW 

GNEDQKEGQEGKRSLSIEHLLCSGP 

SDFADHYQLGELKAAIFSFIDEKTRT 

EQ 


1751 


7248 


A 


1881 


53 


1338 


CPLQGHPRVTLESDLLPSIFCFLVSD 

SCYFGLATMGWSCLVTGAGGLLGQ 

RJVRLLVEEKELKEIRALDKAFRPEL 

REEFSKLQ\NK\TKLTVLEGDILDEPF 

LKESLARDRLRSIIHTACFHLMSFGV 

\THREFF\MNVQC*KWSSC*EACVQ 

ASVPVFIYTSSIEVAGPNSYKEIIQNG 

HEEEPLE^TWPAPYPRSKKLA\KKA 

VLAANGWNLKVNGGALYTCALRPM 

Y I YGfaU SKF LS VSINEALNNNGILSS 

VGKFST\VNPVYV\GNVAWGHILAL 

RALQDPKKAPSIRGQFYYISDDTPH 

QSYDNLNYTL\SKE\FGPPPLDSRW\S 

FPLSLMYWMGFLLGNR* GFLL\RPIY 

TYRPPFNRH1SSHCSN*ALFHLLFIKE 

GFSEILGVLRPLLTAGGGKAKAGKR 

VGSWVWVPFVDPAQGRNLEVPRIQ 


17^9 
1 ijZ 


T1AQ 


A 


looZ 




J/J 


rtoLtrVJ 1 oC Y IINJSIaL VrJLyAXMlJrlr 1 DC 

D\KATI\TSLWGK\VNVE\DAGGE\TP 

GKGSLVVYP\WTQPJF\FD\SFGNLSS 

ASAI\MGKPPKSKAHG\KKVLTFLGT 

MPTKHLE*FSRGTFCPSLK*TCTC*Q 

ACMWDPGGTFKLPGENVAGLTVFG 

QSHFRQKNFTPEGARFFLGRKMGD 

I PI A^Al VP<?RI PI \CP\ np 


1753 


7250 


A 


1883 


1 


960 


GRPAPEDGGPLSLPNAAMARGPKK 

HLKRVAAVPKHWMLDFCLTGVFAPR 

PSTGPHKL\RECLPFIIF\LRNRLKYA 

LTS\DEVKKICMQRFIKI\DGQVR\TD 

ITYP\AGFMDVI\SIDKJX3REFSVL/Y 

LIDTQGVRFCL*HRJTP*GRAKVQSC 

AKMRKILLWAPKGIPSSWVTNHDAR 
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SEQ ID 
NO: or 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of Inst 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X-Unknown; *=*Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 














NHPATPDPPSSKVN'YHFRLDLETG 

KD YLISSKFDTW* PC VMVT\GG A\N 

LGRNWVLITN\RERHPGIF*PLVHVK 

\DANGNKLLATSDFSNIFWLLGKGN 

KPWVISLVPRGKGIPPHHLLEERDKRL 

AAKQSSWVKWGPWVTWSDLLVP 


1754 


7251 


A 


1884 


I 


1218 


FFQNSARGAGAGWQLPWTRFVWR 

SGLLEINE\TLVIQQRGVR1YDGEEK3 

KFDAGTLLLSTHRL1WRDQKNHEC 

CMAILLSQAVFIEEQA\AGIGKSAKI 

WHL\HPAPPNKEPGP\FQSSKNSYI 

KLSFKEHGQIEFYRRLSEEMTQRRW 

ENMPVSQSLQTNRGPQPGRIRAVGI 

VGTERKLEEKRKETDKNI SEAFEDL 

SKLMIKAKEMVELSKSIANK1KDKQ 

RETYGSGTQYHM\QLAKQL\AWNIA 
- RVPLEERGGIMSLTEVYCLVNRARG 

MFT T <lPFni VNAPKMl FAT VI PI P 

LRVFDSGVMVIELQSHKEEEMVAS 
ALETVSEMGSLTS*EFAKLVGMSVL 
LAKERLLLAEKMGHLCRDDSVEGL 
RFYPNLFMTQS 


1755 


7252 


C 


1885 


179 


361 


MPKVCFVHNFLKTSSERDLFALMN 
TVGKKHSIMSEKGRSKKFLHL1DSK 
KNEDPHLDGTL* 


1756 


7253 - 


A 


1886 


2 


913 


RRLLLFGWARSGAVSLGSAGVSSS 

GFLTAPHSRRLTAAAAAAGGAWRF 

EAERHRGWGAEEEQQPEGGAVCPG 

TERPCAMAYAYLFKYI1IGDTGGGR\ 

SCLLLQFTDKRFQPSAMTLTNGVEF 

FRSITR\SYY\RGAAGALLVYDITR\R 

DTSTHLTTW\LEDA\RQHSHFQHGS 

LCLLGNKSDUESRKE/VSKKRKEGE 

or i^v^rAJNriuJLriLfr Wfk. i ov^JSJNOrrm 

KEAFmTSKRNFIEKlQ\EGVFDINNE 

A\NG1KIGP\QHAATOATHAG\NQGG 

QQAGGGCC 


1757 


7254 


A 


1893 


138 


426 


FIHSHCCIVFRLFIHFSLHPKVIHSPIN 
SLLRIFQF*AIMNSTV*NILIHVFW*V 
YTFPF\GINPKKG1ARL*GVYIFSFSIY 
CQTVFQSDCKKAPF 


1758 


7255 


A 


1894 


45 


1057 


FLVFLVETGFHHVAQAVLELLASSD 

PPALAPPKCWDYRCELLRLAEFCFL 

RTEFWYLLFFFFWRRSLALSPRLEC 

SGANL\THCNLR/LPGFKQFSCLSLSS 

SWDYRCMPPHLATFFVF/SVETGFH 

RVAQASLELLSSGSLPALA/FPKOW 

FHSLEPYI HAWKTTRH1 PTKFAT T 

W/VSHTAKTXHLWILVSILMEF*VA 

LIS/SFFLGPGGK*T*VTAPQCPSLGQ 

DTLS*FLHAACTRSVPYPGLA/CGPS 

LWLTRVLLLPTPP*QQHNP/DTLEKT 

SFPGPHWILVTPQPSLSETPAPKVPP 

FPAFGSIPTHEEPGLP 


1759 


7256 


A 


1895 


2 


289 
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SEQID 
NO: of ' 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location or 
first codon 
Tor peptide 
sequence 


Nucleotide 
location or last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *«Stop 
codon; ^possible nucleotide deletion; ^possible 
nucleotide insertion) 


1760 


7257 


A 


1896 


1 


397 




1761 


7258 


A 


1897 


1 


410 


STMISPVLILFSSFLCHVAIAGRTCPK 

PDDLPFSTWPLKTFYEPGEEITYSC 

KPGYVSRGGM\RKF1CPLTGLWPIN 

TLKCTPRVCPFAGNLRKMGAVRL1T 

DFLNYSPTRFSFSLLTWGFILEWAL 

DS\AKCIEGG 


1762 


7259 


A 


1898 


19 


1215 


CQCDSSTM1FSRCSSLFSSFLCHVAI 

AGRTCPKPDDLPFSTWPLKTFYEP 

GVEEITYSCKPGYVSRGGIEESLSCPL 

\TGTVGPFNTSGNVTPRVCPF\AGIFR 

KMGGRTLITTF*NYPNTDPVFSLLTL 

GF*FWNGALDFWPSCTGGKGKW\S 

P\ELPGLVAPII\CPP\PSIP/TGFATLH 

VLLRPFRLGNNSPP1GDTAVFECLA 

TTWM AMPr!\MT^TIT\PTTT4riV'T TM XTV 
nlNIWAIWrOuNJJlll \ol 1 JivjivLULIN I 

CQNPNTLFTRVKAPHLGLPHDGIFS 
GMGPRKE1\EC*PQTWGKPGSWPLA 
PSW*KPSLVKGTPVKKRPTVV/YPQ 
GERVKDSREKFKEWECLHG**KFLS 
FCKNKEKKCSYTEDAQCIDGTIEVP 
KCFK\EHSSLAFWKT\DAS\DVKPC 


1763 


7260 


A 


1899 


58 


446 




1764 


7261 


A 


1900 


1 


954 


MGEVSGTSDCTDDQCRQVKKALEG 

GKAARGHRSKIKIRFFRPGGLGPGP 

AITAVAGMPRVYIGRLSYQAREHA 

V\ERLLN G H AK1LE VDLKN G YGF VE 

FDDLRDADDAVYELNGKDLCGERV 

IVEHARGPRRDGSYGSGRSGYGYR 

RSGRDKYGPPTRTEDRLIVEN\LTSR 

CSWQDLKDYMRQAGEVTYADAHK 

GRQKMKGVIEFVSYSDMKRALEKL 

DGTEVNGRKIRLVEDKPGSRRRRSY 

SRSR\SHSRSRSRSRHSRKSRSRSGSS 

KSSHSKSRSRSRSGSRSRSKSRSRSQ 

SRSRSKKEKSRSPSKDKS\RSRSHSA\ 

GKSRSKSKDQAEVEKFQNNDNVNGK 

PKSRSPSRHKSKSKSRSRSQERRVEE 

GRKRGSF*QGQ/EAQEKi>LRQSRSR\ 

CP CV" A HCP *PVnD CP CVCV nVD V CD 
KRSR FFCJ> Q.R CP CP WCFR CP K"Pf3\C 

KRDSKASASCKKKKKEDTDRSQSRS 

PSRSVXSKEREHA/RSLESSQREGRG 

ESENAGTNOEDPGPGPRSNVSKSKP 

NLPIRMHRSK1KSQASKTPISGPMSR 

SR\SASRSP\SRSRSKSRSRSQSRSRS 

KKEKSRSPSKDKSLQPQP 


1765 


7262 


A 


1901 


3 


180 




1766 


7263 


A 


1902 


227 


440 


GMHNVCYVAVNE*FCGF1IR*SLAE 
RROl^FFOl FKFT1 fl Fl 11 ARRAP 

RESMA5PVAGSWSHFPEREF 


1767 


7264 


A 


1903 


2 


438 


HEELDTSERK1EFDSASGTYTLYLIM 
GDAHFEEPQSLWNVADLVHQSPPE 
EKAPLDLSCPQNLFTPKVQEIQWIRI 
GAVNVS\NFTFAP\STIIFH\LGHA\AM 
LGLMYVYWTQLNMBQTLKYLAIL 
GSVTFLAGNRMLAQQAVKRTAH 
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SEQ U> 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Mc 
tho 
d 


SEQ ID NO: 

inUSSN 

09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of Inst 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence { X«Unknown; *=Stop 
codon; /=possibte nucleotide deletion; ^possible 
nucleotide Insertion) 


1768 


7265 


A 


1904 


1 


1660 




1769 


7266 


A 

- 


1905 


156 


2369 


PVLKTHPGPQSLPRVPGVPCGGLLE 
PLSRAEVSPRFGLRRDLLGGMAPPG 
SSTVFLLALTIIASTWALTPTHYLTK 
HDVERLKASLDRPFTNLESAFYSIV 
GLSSLGAQVPDAKKACTYIRSNLDP 
SNVDSLFYA\AQA\SQGLSGCEISISN 
ETKDLLLA\AVSE\DSSVYPRSYHAS 
WQL*SGLLGLSLWAVPKESTQVAL 
NWLVFKQGKETVLAATVQALQTAS 
HLSQQADLRSIVEE1EDLVARLDEL 
GGLYLQ\FEEGLETTAL\FVAATyKA 
'/LMDHWGTEVPSIKEVDQVIQLMNAl 
F\SKKNFES\LSEAFSV\ASG\AAVLS 
HNRYHVPVVVVPEGSASDTHEQAI 
LRLQVTNVLSQPLTQATVKLEHAK 
SVASRATVLQKTSFTPWGIVFELNF 
MNVKFSGG*CDF\LVEVEGDNRYIS\ 
NTVELRVQDPPTEVGITNVDLSTVN 
DKDQSIAP\QTTRVTYPAKAKGTFH ' 
SAGQATRNFGLVLSSW*DVNTG\AE 
LTPHQTFVRLHNQKTGPGSGCLFAE 
PGQQGTCYKFELDTSERKGLNLTSR 
SGTYTLYLI1G*CQL*RTQILWKCGL 
MWVI\KFP*GKEASFDCLCSQEPFSL 
PKQGNFRHLFPGRP*GRRAPPPWCP 
NTFTAPESFFGPLL/LCFLRLLW1RD 
WVPKCLPTFTTCFLSTIIFHPWDML 
AYAGTSMYVY*TQAQPCSQTLEVP 
WPILGQCDRFLAGQSGMLAPARQV 
KRIAAEQSSRLAKYRTLRTAH 


1770 


7267 


A 


1906 


37 


404 


PQLSRCRSECMYVNPTWMTSMGQ 

ATWSDPHKAKTMLNRIPLGKFAGE 

SGGSPASWPAVPVCALGRGGRER 

WAAASFLYAPDPRPAH\EVEHWN 

AILFLLSDRSGMTTGSTLPVEGGFW 

AC 


1771 


7268 


A 


1907 


271 


1086 


YTQCPGIEPVCVDLGDWEATERAL 

GSVGPVDLLVNNAAVALLQPFLEV 

TKEAFDR*ACEGGGTSGRGCPGGRS 

SPNL*PGSVPRPLDPLRVNLRAV1QV 

SQIVA\RGLrARGVPTGPS*NVSSQC 

FPAGQ*TNHSVLLLPTKGVPLDMLD 

QG*WAL\ELGPHKLSRCRSGVNA\V 

NPHSGG*RSMGPGPPWSDPHK\AKI 

MLNRIP\IX3KFAGESEVEHVVNA\IL 

FLLSDRSGMTTGSVTLPVEGGFWAW 

LSSLHTPQAP WA CF1LTPNPSNKT 


Mil 


7269 


A 


1908 


2 


305 


ARESGSLVAPRSRPPWEHGLPGEHS 
* DAPRPHKSPTLP WLPHLHLSKEAL 
DTHQRSQHE\ECMPLYKFTPTSEKR 
PQLMLPLPEQQCEQLCRFGSTPVTW 
A 


1773 


7270 


A 


1909 


2 


529 


GTVAACGACYWLLGLMAVRASFE 

NNCEIGCFAKLTNTYCLVAIGGSEN 

FYSVFEGELSDHPWHAS1AGCRI1G 

RMCVG\TEEILADVLKVEVFRQTVA 

DQVLVGSYCVFSNQGGLVHPKTSIE 
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WHAT is CLAIMED IS: 

1 . An isolated polynucleotide comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NO: 1-5497, a mature protein coding portion of SEQ ID NO: 1-5497, an 
active domain of SEQ ID NO: 1-5497, and complementary sequences thereof. 

2. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide hybridizes to the polynucleotide of claim 1 under stringent hybridization 
conditions. 

3. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide has greater than about 90% sequence identity with the polynucleotide of claim I. 

4. The polynucleotide of claim 1 wherein said polynucleotide is DNA. 

5. An isolated polynucleotide of claim 1 wherein said polynucleotide comprises the 
complementary sequences. 

6. A vector comprising the polynucleotide of claim 1 . 

7. An expression vector comprising the polynucleotide of claim 1 . 

8. A host cell genetically engineered to comprise the polynucleotide of claim 1. 

9. A host cell genetically engineered to comprise the polynucleotide of claim 1 operatively 
associated with a regulatory sequence that modulates expression of the polynucleotide in the host 
cell. 

10. An isolated polypeptide, wherein the polypeptide is selected from the group consisting of: 

(a) a polypeptide encoded by any one of the polynucleotides of claim 1 ; and 

(b) a polypeptide encoded by a polynucleotidehybridizing under stringent 
conditions with any one of SEQ ID NO: 1-5497. 

11. A composition comprising the polypeptide of claim 1 0 and a carrier. 

12. An antibody directed against the polypeptide of claim 1 0. 
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13. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polynucleotide of claim 1 for a period sufficient to form the complex; and 

r 

5 b) detecting the complex, so that if a complex is detected, the polynucleotide 

of claim 1 is detected. 

14. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample under stringent hybridization conditions with 
10 nucleic acid primers that anneal to the polynucleotide of claim 1 under such conditions; 

b) amplifying a product comprising at least a portion of the polynucleotide of 

claim 1; and 

c) detecting said product and thereby the polynucleotide of claim 1 in the 

15 • sample. 

15. The method of claim 14, wherein the polynucleotide is an RNA molecule and the method 
further comprises reverse transcribing an annealed RNA molecule into a cDNA polynucleotide. 

20 16. A method for detecting the polypeptide of claim 1 0 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polypeptide under conditions and for a period sufficient to form the complex; and 

b) detecting formation of the complex, so that if a complex formation is 
detected, the polypeptide of claim 10 is detected. 

25 

1 7. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 

a) contacting the compound with the polypeptide of claim 1 0 under 
conditions sufficient to form a polypeptide/compound complex; and 
30 b) detecting the complex, so that if the polypeptide/compound complex is 

detected, a compound that binds to the polypeptide of claim 10 is identified. 

18. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 
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a) contacting the compound with the polypeptide of claim 10, in a cell, under 
conditions sufficient to form a polypeptide/compound complex, wherein the complex drives 
expression of a reporter gene sequence in the cell; and 

b) ^detecting the complex by detecting reporter gene sequence expression, so 
5 that if the polypeptide/compound complex is detected, a compound that binds to the polypeptide 

of claim 10 is identified. 

19. A method of producing the polypeptide of claim 1 0, comprising, 

a) culturing a host cell comprising a polynucleotide sequence selected from 
10 the group consisting of a polynucleotide sequence of SEQ ID NO: 1-5497, a mature protein 
coding portion of SEQ ID NO: 1-5497, an active domain of SEQ ID NO: 1-5497, 
complementary sequences thereof and a polynucleotide sequence hybridizing under stringent 
conditions to SEQ ID NO: 1-5497, under conditions sufficient to express the polypeptide in said 
-cell; and 

15 b) isolating the polypeptide from the cell culture or cells of step (a j. 

20. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of SEQ ID NO: 5498-1 0994, the mature protein portion thereof, or the active domain 
thereof 

20 

21 The polypeptide of claim 20 wherein the polypeptide is provided on a polypeptide array. 

22. A collection of polynucleotides, wherein the collection comprises the sequence 
information of at least one of SEQ ID NO: 1-5497. 
25 23. The collection of claim 22, wherein the collection is provided on a nucleic acid array. 

24. The collection of claim 23, wherein the array detects full-matches to any one of the 
polynucleotides in the collection/ 

30 25. The collection of claim 23, wherein the array detects mismatches to any one of the 
polynucleotides in the collection. 

26. The collection of claim 22, wherein the collection is provided in a computer-readable 
format 

35 
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27. A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising a polypeptide of claim 10 or 20 and a 
pharmaceutical^ acceptable carrier. 

28 A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising an antibody that specifically binds to a 
polypeptide of claim 10 or 20 and a pharmaceutically acceptable carrier. 
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